. Additional PCAs and STRUCTURE analyses for southern giraffe (a) PCA axes 1-2 and axes 1-3 for the southern giraffe populations (1: South African giraffe; 2: Angolan giraffe). The 95% confidential intervals are shown as oval outlines. Note, the confidence intervals in the PCA axes 1-2, as well as axes 1-3, indicate no substructure within the southern giraffe. Table 1 . Location, abbreviation, number of individuals (n), (sub)species and source of analyzed giraffe and okapi sequences for mtDNA and nuclear analyses.
Individual sample ID´s see Figure 2 and Figure S1 . Bold numbers indicate populations newly added in this study and underlined numbers indicate populations with increased sample size. Primer sequences and PCR conditions of the remaining seven intron loci and the mtDNA loci can be found in Bock et al. (2014) and Fennessy et al. (2016) . Note -for: forward primer. rev: reverse primer. TD-PCR: touchdown PCR. Ta: primer annealing temperature. The locus is the gene name of the human orthologs, the respective intron, and the chromosome of Bos taurus it is located on. 
Name & locus Primer sequence 5'-3' PCR conditions
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